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In order to examine the effect of HTLV-I proviral load on the pathogenesis of
HAM/TSP, we measured the HTLV-I proviral load in peripheral blood
mononuclear cells (PBMC) from a large number of HAM/TSP patients and
asymptomatic HTLV-I carriers. To measure the proviral load, we used an
accurate and reproducible quantitative PCR method using a dual-labeled
¯uorogenic probe (ABI PRISM 7700 Sequence Detection System). The mean+
standard error of mean (s.e.m.) HTLV-I proviral copy number per 16104 PBMC
was 798+51 (median 544) in 202 HAM/TSP patients; 120+17 (median 34) in
200 non HAM-related (general) asymptomatic HTLV-I carriers (RC); and
496+82 (median 321) in 43 asymptomatic HTLV-I carriers genetically related
to HAM/TSP patients (FA). The prevalence of HAM/TSP rises exponentially
with log (proviral load) once the proviral load exceeds 1% PBMC. The HTLV-I
proviral load of female patients with HAM/TSP was signi®cantly higher than
that of male patients, however there was no signi®cant difference in proviral
load between sexes in RC. There was a signi®cant correlation between the
proviral load and the concentration of neopterin in CSF of HAM/TSP patients.
These results indicate that the HTLV-I proviral load in PBMC may be related to
the in¯ammatory process in the spinal cord lesion. The increased proviral load
in FA suggests the existence of genetic factors contributing to the replication of
HTLV-I in vivo.
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Introduction

Human T-cell lymphotropic virus type I (HTLV-I) is
an agent causing HTLV-I-associated myelopathy/
tropical spastic paraparesis (HAM/TSP) (Gessain et
al, 1985; Osame et al, 1986). Endemic areas of
HTLV-I exist in southern Japan, the Caribbean,
Central and South America, and Africa. Further-
more, high HTLV-I prevalence was found in
intravenous drug users and patients with sexually
transmitted diseases especially among African
Americans and Hispanics in USA (Khabbaz et al,
1992). Since estimated prevalence of HAM/TSP is

less than 1% of HTLV-I-infected individuals
(Kaplan et al, 1990), most HTLV-I carriers remain
asymptomatic lifelong. This shows HTLV-I infection
alone is not suf®cient to cause HAM/TSP, but
occurrence of HAM/TSP may require additional
factors such as the virus-host interaction (Hollsberg
and Ha¯er, 1995) and difference in the HTLV-I
proviral load.

It has previously been demonstrated that the
replication of HTLV-I is increased in HAM/TSP
patients as compared with asymptomatic HTLV-I
carriers (Yoshida et al, 1989; Gessain et al, 1990;
Kira et al, 1991; Kubota et al, 1993). However the
reported sample number and accuracy of quanti®-
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cation using polymerase chain reaction (PCR) were
not suf®cient to allow ®rm conclusions to allow the
risk of HAM/TSP to be correlated with the proviral
load. Spontaneous proliferation of peripheral blood
mononuclear cells (PBMC) from HAM/TSP
patients, polyclonal lymphocyte proliferation in
vitro (Usuku et al, 1998; Jacobson et al, 1988; Itoyama
et al, 1988; Eiraku et al, 1992; Machigashira et al,
1997), an increased humoral and cellular immune
responses against HTLV-I (Osame et al, 1987;
Jacobson et al, 1990; Parker et al, 1992; Jacobson,
1996) suggested that increased replication of HTLV-I
and immune response to HTLV-I associated with
pathogenesis of HAM/TSP. It was also expected that
analysis of HTLV-I proviral load might provide a
useful tool to predict clinical outcome and assess the
ef®cacy of treatment as observed in human immu-
node®ciency virus (HIV) infection. The plasma RNA
level (viral load) has been found to be a valid
predicator of the rate of clinical progression of HIV-
related disease and reported to be useful to assess the
ef®cacy of antiretroviral drugs (O'Brien et al, 1996;
Saag et al, 1996; Mellors et al, 1997).

In this report, we adopted an accurate and
reproducible quantitative PCR method (Heid et al,
1996) and measured the amount of HTLV-I proviral
DNA in PBMC of a large number of HAM/TSP
patients and asymptomatic HTLV-I carriers in order
to clarify the in¯uence of HTLV-I proviral load on
the pathogenesis of HAM/TSP. We obtained evi-
dence that the median proviral load in PBMC of
HAM/TSP patients was about 16-fold higher than
that of general asymptomatic HTLV-I carriers. In
addition, we found that the proviral load of
asymptomatic HTLV-I carriers in family members
of HAM/TSP patients is higher than that of non
HAM/related (general) asymptomatic HTLV-I car-
riers. The proviral load was independent of age at
blood sampling, age at onset and duration of illness.
However, HTLV-I proviral load was correlated with
concentration of neopterin, a biochemical marker of
in¯ammation, in CSF.

Results

Accuracy of quantitative PCR
Several DNA samples were prepared from the
various mixtures of MT-2 cells and PBMC from a
HTLV-I-seronegative healthy donor, and the HTLV-
I proviral load was measured ®ve times in each case.
For estimating the accuracy of this quantitative PCR
system, we calculated the coef®cient of variance
(CV%) in each copy number (Figure 1). The mean
CV% was 25.8%. The lower limit of detection was
one copy per 104 PBMC.

Quanti®cation of HTLV-I proviral of HAM, FA, and
RC and risk of HAM
As shown in Table 1, we estimated the absolute
copy number of HTLV-I proviral DNA per 104

PBMC. The copy numbers in HAM varied from 1
to 2942, those of RC varied from ND (not detectable
by this assay) to 2485, and those of FA varied from
ND to 2079. The mean+s.e.m. and median of the
copy number was 798+51 and 544 in HAM, and all
HAM subjects had a proviral load above the lower
limit of detection. As regards RC and FA, the values
were 120+17 (median 34), 496+82 (median 321),
respectively. The median copy number of HAM
patients was about 16-fold higher than that of RC. It
was noteworthy that the copy number in FA was
signi®cantly higher than that of RC. The differences
were statistically signi®cant between RC and HAM,
and between RC and FA, respectively. (P50.01,
Kruskal-Wallis test and Scheffe's F test) (Figure 2).
No RC donor was aged over 65 years. However there
was a statistically signi®cant difference among
respective age matched groups (each decade) in
HAM and RC (data not shown).

There was no statistically signi®cant correlation
between copy number of HTLV-I proviral DNA and

Figure 1 The expected copy number of HTLV-I proviral DNA
was estimated by various mixture of MT-2 cells and PBMC from
HTLV-I seronegative healthy donor. Each sample was assayed
®ve times. The copy number indicates HTLV-I proviral load per
104 cells. CV% means (s.d. of the copy number in ®ve assays /
mean of the copy number in ®ve assays) 6100.

Table 1 Quanti®cation of HTLV-I proviral DNA.

Subjects Mean+s.e.m. Median Range

HAM (n=202)
FA (n=43)
RC (n=200)

798+51
496+82
120+17

544
321
34

1 *2942
ND *2079
ND *2485

HTLV-I copy number per 104 PMBC was represented. n=number
of subjects. HAM=patients with HAM. FA=asymptomatic HTLV-
I carriers in genetic relatives of patients with HAM. RC=non
HAM-related (general) asymptomatic HTLV-I carriers. ND=not
detectable by this assay.
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age at blood sampling in HAM (r=70.096, P=0.22)
and RC (r=0.081, P=0.25, Spearman's rank correla-
tion) (Figure 3).

The amount of HTLV-I proviral DNA of female
patients with HAM (mean+ s.e.m. 849+60, median
615) was signi®cantly higher than that of male
patients (678+91, 421) (P50.05, Mann-Whitney U-
test), however there was no signi®cant difference in
proviral load between the sexes in RC (data not
shown).

The distribution of proviral load (Figure 2) in
HAM patients and asymptomatic HTLV-I carriers
(RC) can be used to estimate, by Bayes' theorem, the

risk (i.e. the prevalence) of HAM at a given proviral
load. Proviral loads under 1% (100 copies per
16104 PBMC) appear to have little in¯uence on
the risk of HAM (Figure 4A); above this apparent
threshold, the risk of HAM rises exponentially
(Figure 4B).

Relation of HTLV-I proviral DNA load to clinical
status in HAM
There was no statistically signi®cant correlation
between the copy number of HTLV-I proviral DNA
and either age at onset or the duration of illness in
HAM (Figure 5). However some patients with ages
at onset after 60 years old showed low amount of
HTLV-I proviral DNA. The amounts of HTLV-I
proviral DNA were not signi®cantly different
between patients with a past history of blood
transfusion and patients without it (data not
shown).

Figure 2 Distribution pattern of HTLV-I proviral DNA in
PBMC. HTLV-I copy number per 104 PBMC was represented
on a logarithmic scale. ND represents not detectable by this
assay. * Means P value50.01 by Scheffe's F.

Figure 3 Correlation of HTLV-I proviral load with age at blood
sampling in HAM and RC. Black circles indicate HTLV-I
proviral load of HAM patients and white triangles indicate
HTLV-I proviral load of RC donors. HTLV-I copy number per 104

PBMC was represented on a logarithmic scale.

Figure 4 Estimation of risk of HAM at different proviral loads.
By Bayes' theorem, using the conventional notation for
conditional probability:

p�HAMjL� � p�HAM�6p�LjHAM�=�p�HAM�6
p�LjHAM� � p�RC�6p�LjRC��

Where p(HAM)=R=rate of HAM in the HTLV-In positive
population as a whole, and p(LjHAM)=proportion of HAM
patients with a given load (L). R is unknown but estimated to lie
between 0.001 and 0.01 (Osame et al, 1990b); four curves are
therefore shown, at different values of R. Whatever the
prevalence (R) of HAM in the HTLV-I population, the risk of
HAM rises sharply at high proviral loads (A). The risk rises
exponentially above an apparent threshold load of 1% PBMC
(B).
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Correlation between HTLV-I proviral DNA load and
laboratory ®ndings
There was a signi®cant correlation between the
amount of HTLV-I proviral DNA and antibody titer
in sera from HAM patients (r=0.357, P50.01,
Spearman's rank correlation) (Figure 6). This
signi®cant correlation was also observed in RC
(data not shown). The amount of HTLV-I proviral
DNA signi®cantly correlated with the concentration
of neopterin in CSF of HAM (r=0.38, P50.01,
Spearman's rank correlation) (Figure 7).

Discussion

It has previously been reported that the replication
of HTLV-I was increased in HAM patients as
compared with asymptomatic HTLV-I carriers using

Southern blot analysis and quantitative PCR
method (Yoshida et al, 1989; Gessain et al, 1990;
Kira et al, 1991; Kubota et al, 1993). These
observations suggested that increased replication
of HTLV-I was associated with pathogenesis of
HAM. In HIV-1 infection, plasma HIV-1 RNA
amount (viral load) is one of highly predictive
markers of both progression to AIDS and death.
HIV viral load decreases rapidly after initiation of
effective antiretroviral therapy, so it provides a
valuable tool for the management of individual
patients (O'Brien et al, 1996; Saag et al, 1996;
Mellors et al, 1997).

Figure 5 Correlation of HTLV-I proviral load to clinical status
in HAM: (A) age at onset and (B) duration of illness. HTLV-I
copy number per 10 4 PBMC was represented on a logarithmic
scale. There was no statistically signi®cant correlation in either
case.

Figure 6 Correlation between HTLV-I proviral load and titer of
anti-HTLV-I antibody in sera measured by PA method. HTLV-I
copy number per 104 PBMC and titer of antibody were
represented on a logarithmic scale.

Figure 7 Correlation between HTLV-I proviral load in PBMC
and neopterin concentration in CSF. HTLV-I copy number per
104 PBMC was represented on a logarithmic scale. Normal value
of neopterin in CSF was below 30 pmol/ml.
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In this study, we measured HTLV-I proviral load
in a large number of subjects using a precise
quantitative PCR method (Figure 1) and con®rmed
increased load of HTLV-I provirus in HAM
patients. The estimated median HTLV-I proviral
copy number of HAM patients was about 16-fold
higher than those of asymptomatic carriers (RC)
(Table 1 and Figure 2). Kubota et al, (1993)
previously reported that HTLV-I proviral load was
2 ± 20 copies per 100 PBMC of HAM patients (n=6)
using quantitative PCR, and then median was 14-
fold higher than those of asymptomatic HTLV-I
carriers (n=8). Hashimoto et al, (1998) recently
reported that HAM patients (n=10) had median
5.6% HTLV-I positive cells, and asymptomatic
HTLV-I carriers (n=3) had median 1.1% HTLV-I
positive cells in PBMC detecting by in situ PCR
method. These results are consistent with our
estimation. We also examined HTLV-I proviral
load in asymptomatic HTLV-I carriers in families
of HAM/TSP patients (Table 1 and Figure 2). The
HTLV-I median proviral load of the genetic
relatives of HAM patients (FA) was about nine-fold
higher than those of none-HAM related asympto-
matic carriers (RC). This observation is the ®rst
report as far as we know. Furukawa et al (1992)
previously examined the frequency of detection of
the integrated HTLV-I proviral DNA in PBMC of
HAM families using Southern blot analysis.
Although absolute copy numbers of HTLV-I
proviral DNA were not measured, the frequency
of detection in HAM families was signi®cantly
higher than that among general asymptomatic
carriers. Our results are therefore consistent with
this ®nding. An increased proviral load observed in
FA suggests that genetic factors, such as HLA
(Usuku et al, 1988) may be related to the high
proviral load of genetic relatives.

The HTLV-I proviral load of female patients with
HAM was signi®cantly higher than that of male
patients. Although the reason for this difference
remains unknown, the difference corresponds with
the epidemiological observation that the ratio of
male to female HAM patients is about 1 : 2.
Interestingly, it has been reported that danazol
which is an attenuated androgen (male hormone)
was useful agent in the management of HAM
(Harrington et al, 1991; Melo et al, 1992).

Lymphocytic in®ltration in the spinal cord
lesions in HAM has been demonstrated by immu-
nohistological study (Izumo et al, 1992; Umehara et
al, 1993). High values of neopterin, which is a
valuable biochemical marker of in¯ammation and
the degree of T-cell activation in the central nervous
system (CNS), were reported in HAM patients
previously (Nomoto et al, 1991; Ali et al, 1992).
These results suggested that HAM was a chronic
in¯ammatory disorder which could be mediated by
continuous activation of in¯ammatory cells in the
CNS (Ijichi et al, 1993). Our present ®ndings that

signi®cant correlation between HTLV-I proviral
load of PBMC and CSF neopterin concentrations
(Figure 7) supported the idea that proviral load
in¯uences the degree of in¯ammation in the spinal
cord lesion. It is postulated that increased replica-
tion of HTLV-I may be a basic factor which
enhances the incidence of subsequent unknown
factors associated with pathogenesis; e.g., augmen-
tation of adhesion molecules to spinal cord
(Ichinose et al, 1992; 1994; Dhawan et al, 1993,
propagation of activated T cells or autoreactive T
cell (Sonoda et al, 1987; Nagai et al, 1996), and
increased production of cytokines (Umehara et al,
1994). The strong, chronically activated anti-HTLV-
I immune response, which appears to be in
equilibrium with the high proviral load, may cause
bystander damage to resident cells in the CNS,
which are not themselves infected (Ijichi et al, 1993;
Moritoyo et al, 1996; Matsuoka et al, 1998).

Although the increased replication of HTLV-I
seems to associate with pathogenesis of HAM
(Figure 4), the high proviral load itself is not
necessary to cause HAM in some patients, since
small number of patients (less than 10%), particu-
larly those with ages at onset after 60 years old, had
low proviral load (Figure 5). There are two possible
explanations of these ®ndings. First, disturbance of
the immune system associated with aging may
predispose to HAM regardless of low proviral load.
Second, vulnerability of tissue associated with
aging may decrease the threshold level against
in¯ammation. It is also controversial whether
HTLV-I proviral load transiently increases at early
phase of onset. To resolve this point, it is necessary
to follow up asymptomatic HTLV-I carriers until
they develop HAM (i.e., prospective study).

In summary, we have determined the load of
HTLV-I proviral DNA in a large number of HAM
patients and asymptomatic HTLV-I carriers. The
proviral load of HAM was substantially higher than
that of asymptomatic HTLV-I carriers. It appears
that proviral load is profoundly related to the
pathogenesis of HAM, and in¯uences the develop-
ment and progression of HAM. Based on the
knowledge about proviral load, further detailed
analysis should enable us to predict the risk of
progression to HAM from asymptomatic HTLV-I
carriers and prognosis of HAM. It is also expected
that the analysis of proviral load will be useful to
evaluated the effect of treatment for HAM.

Materials and methods

Subject
Study populations consisted of 202 patients with
HAM/TSP (HAM), 43 asymptomatic HTLV-I car-
riers in families of the HAM/TSP patients (FA) and
200 HTLV-I asymptomatic healthy carriers (RC)
selected randomly from blood donors of Kagoshima
Red Cross Blood Center, residing in Kagoshima,
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Japan. FA consisted of 43 genetic relatives of HAM/
TSP patients. The diagnosis of HAM/TSP was done
according to WHO diagnosis guidelines (Osame,
1990a). Sex and ages of subjects were as follows:
HAM group, 61 males and 141 females, 23 ± 74
(mean 57) years old; FA group, 14 males and 29
females, 25 ± 82 (mean 50) years old; RC group, 93
males and 107 females, 16 ± 64 (mean 40) years old.
The titer of anti-HTLV-I antibody was measured
using particle-agglutination (PA) test (Serodia auto
HTLV-I; Fujirebio, Japan). All samples were taken
under informed consent.

Isolation and cryopreservation of PBMC and DNA
extraction
PBMC were isolated from either heparinized per-
ipheral blood (HAM and FA) or peripheral blood
withdrawn with the addition of acid-citrate-dex-
trose solution (RC) by Ficoll-Hypaque (Pharmacia
Biotech, Sweden) density gradient centrifugation,
previously reported (Nagai et al, 1996). The isolated
PBMC were kept in liquid nitrogen until use.

Genomic DNA was extracted from the frozen
PBMC by either a spin column procedure using
QIAamp blood kit (QIAGEN, Germany) in HAM and
FA or phenol-chloroform procedure in RC. The
concentration of extracted DNA was adjusted to
10 ng/ml for working solution.

Generation of standard DNA
Standard curve material consisted of extracted DNA
from HTLV-I negative PBMC for b-actin and TARL-2
for pX. As single PBMC has two copies of b-actin,
we assumed that one nanogram of DNA contains to
333 copies of b-actin gene. TARL-2 is an HTLV-I-
infected cell line, which has single copy of HTLV-I
proviral DNA (Tateno, 1987). We assumed that one
nanogram of DNA contains to 167 copies of pX gene.
The DNAs extracted from HTLV-I negative PBMC
and TARL-2 were serially diluted respectively. The
dilution series represented 56103, 16104, 26104,
46104 copies per 10 ml for b-actin, and 10, 16102,
16103, 16104,copies per 10 ml for pX.

Primers and probes
The primer set for HTLV-I pX region was 5'-
CAAACCGTCAAGCACAGCTT-3' positioned at
7140 ± 7159 and 5'-TCTCCAAACACGTAGACTG-
GGT-3' positioned at 7362 ± 7341 (Nucleotide co-
ordinates are numbered according to the HTLV-I
reference sequence on the Genbank database). The
primer set for b-actin was 5'-TCACCCACACTGT-
GCCCATCTACGA-3' positioned at 2141 ± 2165 and
5'-CAGCGGAACCGCTCATTGCCAATGG-3' posti-
tioned at 2435 ± 2411. The TaqMan probe consists
of an oligonucleotide with a 5'-reporter dye and 3'-
quencher dye. The ¯uorescent reporter dye, FAM
(6-carboxy-¯uorescein), is covalently linked to the
5' end of the oligonucleotide. The reporter is
quenched by TAMRA (6-carboxy-tetramethyl-rho-

damine), at the 3' end. The probe for HTLV-I pX
region was 5'-TTCCCAGGGTTTGGACAGAGTCT-
TCT-3' positioned at 7307 ± 7332 and for b-actin
was 5'-ATGCCCTCCCCCATGCCATCCTGCGT-3'
positioned at 2171 ± 2196.

Quantitative polymerase chain reaction
10 ml of DNA solution were added to 40 ml of
reaction mixture, containing 10 mM Tris-HCl
(pH 8.3), 50 mM KCl, 10 mM EDTA, 60 nM ROX
(passive reference dye to normalize reporter signal)
3.5 mM MgCl2, 0.3 mM each primer, 0.2 mM of
TaqMan probe, 200 mM dATP, 200 mM dGTP,
200 mM dCTP, 400 mM dUTP, 0.5 U of uracil-N-
glycosylase (UNG) and 1.25 U of Taq polymerase
(AmpliTaq Gold; Perkin Elmer Applied Biosystems,
USA). AmpliTaq Gold is activated by heating and
used for `hot start' PCR. The use of UNG and dUTP
instead of dTTP in the PCR is designed to minimize
carryover from previous PCR products. The ampli-
®cation of standard DNA and sample DNA was
carried put on a 96-well reaction plate (Perkin
Elmer Applied Biosystems, USA), and all samples
were performed in triplicate. The standard DNA
was always placed on a same plate. The 96-well
reaction plate was placed in an ABI PRISM 7700
Sequence Detector (Perkin Elmer Applied Biosys-
tems, USA). The thermal cycler conditions were as
follows: 508C for 2 min (for activation of UNG), 958C
for 10 min (for inactivation of UNG and activation
of Taq polymerase), and then 45 cycles of 958C for
15 s (denaturation), 588C for 1 min (annealing and
extension) in case of pX; or 40 cycles at 958C for
15 s, at 608C for 1 min in case of b-actin.

The 5' nuclease activity of Taq polymerase
cleaves a nonextendible hybridization probe during
the extension phase of PCR. And then a speci®c
¯uorescent signal is generated and measured at
each cycle. At any given cycle within the exponen-
tial phase of PCR, the amount of product was
proportional to the initial number of template
copies. The threshold cycle (C) was the cycle where
the sequence detention application began to detect
the increase in signal associated with exponential
growth of PCR product. The C was dependent on the
starting template copy number. Based on the C of
four known concentrations, a standard curve was
produced. The concentration of the unknown
sample was determined by plotting the C on the
standard curve.

The amount of HTLV-I proviral DNA was
calculated by the following formula: copy number
of HTLV-I (pX) per 16104 PBMC=[(copy number of
pX)/(copy number of b-actin/2)] 6104.

Clinical evaluation and laboratory data of patients
with HAM
Clinical status, i.e. age at blood sampling, age at
onset, and duration of illness were evaluated in the
cases of HAM.
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Anti-HTLV-I antibody was measured using PA
test and CSF neopterin levels were measured
by high-pressure liquid chromatography (HPLC)
with ¯uorimetric detection as previously reported
(Nomoto et al, 1991).

Statistical analysis
Mann-Whitney's U-test, Kruskal-Wallis test, Schef-
fe's F, and Spearman's rank correlation were used
for statistical analysis. All the statistical manipula-
tion were made on log-transformed proviral load
data.

Acknowledgements

We express our gratitude to Dr Matsuzaki for
helpful suggestion about clinical information of
HAM patients. We also thank Ms Nishino and
Muramoto for technical assistance. This study
was supported by the Program for Promotion of
Fundamental Studies in Health Sciences of the
Organisation for Pharmaceutical Safety and Re-
search (OPSR) (Japan).

References

Ali A, Rudge P, Dalgleish AG (1992). Neopterin
concentration in serum and cerebrospinal ¯uid in
HTLV-I infected individuals. J Neurol 239: 270 ± 272.

Dhawan S, Weeks BS, Abbasi F et al (1993). Increased
expression of alpha 4 beta 1 and alpha 5 beta 1
integrins on HTLV-I-infected lymphocytes. Virology
197: 778 ± 781.

Eiraku N, Ijichi S, Yashiki S et al (1992). Cell surface
phenotype of in vitro proliferating lymphocytes in
HTLV-I-associated myelopathy (HAM/TSP). J Neuro-
immunol 37: 223 ± 228.

Furukawa Y, Fujisawa J, Osame M et al (1992). Frequent
clonal proliferation of human T-cell leukemia virus
type 1 (HTLV-1)-infected T cells in HTLV-1-associated
myelopathy (HAM-TSP). Blood 80: 1012 ± 1016.

Gessain A, Barin F, Vernant JC et al (1985). Antibodies
to human T-lymphotropic virus type-I in patients with
tropical spastic paraparesis. Lancet 2: 407 ± 410.

Gessain A, Saal F, Gout O et al (1990). High human T-
cell lymphotropic virus type I proviral DNA load with
polyclonal integration in peripheral blood mono-
nuclear cells of French West Indian, Guianese, and
African patients with tropical spastic paraparesis.
Blood 75: 428 ± 433.

Harrington WJ, Jr., Sheremata WA, Snodgrass SR et al
(1991). Tropical spastic paraparesis/HTLV-1-asso-
ciated myelopathy (TSP/HAM): treatment with an
anabolic steroid danazol. AIDS Res Hum Retrovirus
7: 1031 ± 1034.

Hashimoto K, Higuchi I, Osame M et al (1998).
Quantitative in situ PCR assay of HTLV-I infected
cells in peripheral blood lymphocytes of patients with
ATL, HAM/TSP and asymptomatic carriers. J Neurol
Sci, 159: 67 ± 72.

Heid CA, Stevens J, Livak KJ, Williams PM (1996). Real
time quantitative PCR. Genome Res 6: 986 ± 994.

Hollsberg P, Ha¯er DA (1995). What is the pathogenesis
of human T-cell lymphotropic virus type I-associated
myelopathy/tropical spastic paraparesis?. Ann Neurol
37: 143 ± 145.

Ichinose K, Nakamura T, Kawakami A et al (1992).
Increased adherence of T cells to human endothelial
cells in patients with human T-cell lymphotropic
virus type I-associated myelopathy. Arch Neurol 49:
74 ± 76.

Ichinose K, Nakamura T, Nishiura Y et al (1994).
Characterization of adherent T cells to human
endothelial cells in patients with HTLV-I-associated
myelopathy. J Neurol Sci 122: 204 ± 209.

Ijichi S, Izumo S, Eiraku N et al (1993). An auto-
aggressive process against bystander tissues in HTLV-
I-infected individuals: a possible pathomechanism of
HAM/TSP. Med Hypotheses 41: 542 ± 547.

Itoyama Y, Minato S, Kira J et al (1988). Spontaneous
proliferation of peripheral blood lymphocytes in-
creased in patients with HTLV-I-associated myelo-
pathy. Neurology 38: 1302 ± 1307.

Izumo S, Ijichi T, Higuchi I et al (1992). Neuropathology
of HTLV-I-associated myelopathy ± a report of two
autopsy cases. Acta Paediatr Jpn 34: 358 ± 364.

Jacobson S, Zaninovic V, Mora C et al (1988).
Immunological ®ndings in neurological diseases asso-
ciated with antibodies to HTLV-I: activated lympho-
cytes in tropical spastic paraparesis. Ann Neurol 23
(Suppl): S196 ± S200.

Jacobson S, Shida H, McFarlin DE et al (1990).
Circulating CD8+ cytotoxic T lymphocytes speci®c
for HTLV-I pX in patients with HTLV-I associated
neurological disease. Nature 348: 245 ± 248.

Jacobson S (1996). Cellular immune responses to HTLV-I:
immunopathogenic role in HTLV-I-associated neuro-
logic disease. J Acquir Immune De®c Syndr Hum
Retrovirol 13: S100 ± S106.

Kaplan JE, Osame M, Kubota H et al (1990). The risk of
development of HTLV-I-associated myelopathy/tropi-
cal spastic paraparesis among persons infected with
HTLV-I. J Acquir Immune De®c Syndr 3: 1096 ± 1101.

Khabbaz RF, Onorato IM, Cannon RO et al (1992).
Seroprevalence of HTLV-1 and HTLV-2 among in-
travenous drug users and persons in clinics for
sexually transmitted diseases. N Engl J Med 326:
375 ± 380.

Kira J, Koyanagi Y, Yamada T et al (1991). Increased
HTLV-I proviral DNA in HTLV-I-associated myelo-
pathy: a quantitative polymerase chain reaction study.
Ann Neurol 29: 194 ± 201.

Kubota R, Fujiyoshi T, Izumo S et al (1993). Fluctuation
of HTLV-I provirol DNA in peripheral blood mono-
nuclear cells of HTLV-I-associated myelopathy. J
Neuroimmunol 42: 147 ± 154.

HTLV-1 proviral load of HAM/TSP
M Nagai et al

592



Machigashira K, Ijichi S, Nagai M et al (1997). In vitro
virus propagation and high cellular responsiveness to
the infected cells in patients with HTLV-I-associated
myelopathy (HAM/TSP). J Neurol Sci 149: 141 ± 145.

Matsuoka E, Takenouchi N, Hashimoto K et al (1998).
Perivascular T-cells are infected with HTLV-I in the
spinal cord lesions with HAM/TSP: Double staining of
immunohistochemistry and PCR in situ hybridization.
Acta Neuropathy Berl, 96: 340 ± 346.

Mellors JW, Munoz A, Giorgi JV et al (1997). Plasma
viral load and CD4+ lymphocytes as prognostic
markers of HIV-1 infection. Ann Intern Med 126:
946 ± 954.

Melo A, Moura L, Meireles A, Costa G Danazol (1992). A
new perspective in the treatment of HTLV-1 asso-
ciated myelopathy (preliminary report). Arq-Neuro-
psiquiatr 50: 402 ± 403.

Moritoyo T, Reinhart TA, Moritoyo H et al (1996).
Human T-lumphotropic virus type I-associated myelo-
pathy and tax gene expression in CD4+ T lympho-
cytes. Ann Neurol 40: 84 ± 90.

Nagai M, Yashiki S, Fujiyoshi T et al (1996). Character-
ization of a unique T-cell clone established from a
patient with HAM/TSP which recognized HTLV-I-
infected T-cell antigens as well as spinal cord tissue
antigens. J Neuroimmunol 65: 97 ± 105.

Nomoto M, Utatsu Y, Soejima Y, Osame M (1991).
Neopterin in cerebrospinal ¯uid: a useful marker for
diagnosis of HTLV-I-associated myelopathy/tropical
spastic paraparesis. Neurology 41: 457.

O'Brien WA, Hartigan PM, Martin D et al (1996).
Changes in plasma HIV-1 RNA and CD4+ lymphocyte
counts and the risk of progression to AIDS. Veterans
Affairs Cooperative Study Group on AIDS. N Engl J
Med 334: 426 ± 431.

Osame M, Usuku K, Izumo S et al (1986). HTLV-I
associated myelopathy, a new clinical entity [letter].
Lancet 1: 1031 ± 1032.

Osame M, Matsumoto M, Usuku K et al (1987). Chronic
progressive myelopathy associated with elevated
antibodies to human T-lymphotropic virus type I
and adult T-cell leukemialike cells. Ann Neurol 21:
117 ± 122.

Osame M (1990a). Review of WHO Kagoshima meeting
and diagnostic guidelines for HAM/TSP. In: Human
Retrovirology: HTLV, W.A. Blattner (ed.), Raven Press:
New York, pp 191 ± 197.

Osame M, Janssen R, Kubota H et al (1990b). Nationwide
survey of HTLV-I-associated myelopathy in Japan:
Association with blood transfusion. Ann Neurol 28:
50 ± 56.

Parker CE, Daenke S, Nightingale S, Bangham CR (1992).
Activated HTLV-1-speci®c cytotoxic T-lymphocytes
are found in healthy seropositives as well as in
patients with tropical spastic paraparesis. Virology
188: 628 ± 636.

Saag MS, Holodniy M, Kuritzkes DR et al (1996). HIV
viral load markers in clinical practice. Nat Med 2:
625 ± 629.

Sonoda S, Yashiki S, Takahashi K et al (1987). Altered
HLA antigens expressed on T and B lymphocytes of
adult T-cell leukemia/lymphoma patients and their
relatives, Int J Cancer 40: 629 ± 634.

Tateno M (1987). Rat lymphoid cell lines producing
human T cell leukemia virus-I. Hokkaido Igaku
Zasshi 62: 74 ± 81.

Umehara F, Izumo S, Nakagawa M et al (1993).
Immunocytochemical analysis of the cellular in®ltrate
in the spinal cord lesions in HTLV-I-associated
myelopathy. J Neuropathol Exp Neurol 52: 424 ± 430.

Umehara F, Izumo S, Ronquillo AT et al (1994).
Cytokine expression in the spinal cord lesions in
HTLV-I-associated myelopathy. J Neuropathol Exp
Neurol 53: 72 ± 77.

Usuku K, Sonoda S, Osame M et al (1988). HLA
haplotype-linked high immune responsiveness against
HTLV-I in HTLV-I-associated myelopathy: comparison
with adult T-cell leukemia/lymphoma. Ann Neurol 23
(Suppl): S143 ± S150.

Yoshida M, Osame M, Kawai H et al (1989). Increased
replication of HTLV-I in HTLV-I-associated myelo-
pathy. Ann Neurol 26: 331 ± 335.

HTLV-1 proviral load of HAM/TSP
M Nagai et al

593


